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PCA of All Negritos

PC2 (4.2%)

¢ Aeta ¢ Agta

¢ Mamanwa ¢ Batak
® Manobo ® Phil-NN
® Mly-NN Batek
M Jehai ~1 Kintak
A Jarawa A Onge

PC1 (4.7%)




Admixture Analysis
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Phylogenetic interpretation of admixture analysis results

Andamanese

Batek

Jehai & Kintak

Acta & Agta

Mamanwa

Non-Negrito SEA




Phylogenetic tree using Neighbor-Joining method
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Phylogenetic tree using TreeMix method
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Jarawa

Phylogenetic Network using Neighborlyet

Batek

Jehai Mamanwa
Denisovan

Kintak

Biaka

Yoruban

Temuan S

Bidayuh /’O’,“!ﬁ.ﬂ?ﬁ;ﬂ /
\

Han-Chinese

e, A
Tagalog Y ‘l\

Manobo
French

Batak

Agta

Aeta

Melanesian

Papuan
15



Phylogenetic Network using NeighborNet
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Introgression of Denisovan DNAS to Papuans and Aeta Negritos
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Introgression test of Denisovan DNAs to Negritos
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Divergence time estimates based on SNP data
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Divergence time estimates based on SNP data

Phil-NN

SouthEast Asian

Mly-NN

East Asian

14

Aeta-Agta
17 "-|° Philippine Negritos

Mamanwa

38

Jehai  Malaysian Negritos

75

ceu West Eurasian

vri  African



From Malaspinas et al. (2016)
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Four Possible Scenarios of Denisovan Introgression in Modern Humans




Three Phase migration model for formation of Japanese

(A) Phasel (B) Phase Il
(40,000~4,000 years ago) (4000-3000 years ago)

(C) Phase III
From Saitou (in press) (3000 years ago~)



